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Differentiation between Sakhalin
and lturup islands (in terms of 6 ).
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{1 is a fraction of fish |
~ lidentified correctly (i.e., those
having genetic profiles that
are probabilistically closer to
the ‘home’ one).

Is a fraction of fish
Identified incorrectly (i.e.
those having the genetic
profiles closer to that for
chum of the other island)
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ChItisg AlmenN Pof: , SO the Russian Far
St g_h(\\ oA Icant e enetc diferentiationts
MERyAEVElS (between-regional, local, ecologlcal
210G ) Wi tRrusing microsatellite markers.

Talls o) owdes a basis for genetic management,
_J(l n‘lcatlon and sertification for this species.

~ 5 Stre ength of differentiation varies across the
ﬁf’ -~ habitat, and probably, depends on histories of
— fnatural straying, population size, ecology,
petween-hatchery transfer, etc.




